Genome Group Assignment:

1. Create a single genome group that contains 40 genomes from Brucella and 2
from Ochrobactrum using the following genome IDs.

Genome ID
204722.5
224914.11
224914.16
262698.4
359391.4
430066.4
437701.3
439375.7
444178.3
470137.4
470735.4
483179.4
520448.3
520449.3
520450.3
520451.3
520452.3
520453.4
520454.3
520455.3
520456.3
520457.3
520458.3
520459.3
520460.3
520461.3
520462.3
520463.3
520464.3
520465.3
520466.3
520487.3
520488.3
520489.3
546272.3
568815.3
575591.3
595497.3
641118.3
641140.3
693748.4
693750.4

Hints
-To do this assignment, you will need the Genome Finder tool:



Complete List of All Tools
Specialized Searches:

Antibiotic Resistance Search
Feature Finder

» Genome Finder

-To search for Genome IDs:

cellular organisms.
Searches & Tools * Genome Finder
[ The Genome Finder allows you to search for all PATRIC genomes based on genome names and available metadata. To learn more, see Genome Finder User Guide.

@ Select organism(s)
My Groups

© Enter keyword
Taxonomy Tree | A-ZList

Keyword

Jump to;

Search within:
cellular organisms

@ 7] 40 genomes Brucella

@[] 2 Ochro 40 Brucella

@[] 42 complete genomes-Mycobacterium
@[] M. haemophilum comparison

@[] JoAnn's genomes

7] Funny LPS groups and complete genomes and BO2

Find Genomes by Specifying Descriptive
Search Summary Terms

Examples: Escherichia coli

Escherichia coli USA 2006

Escherichia "Homo sapiens”

© Enter keyword

© Enter keyword
Keyword B
Genome ID

Genome ID s s ) 595497 .3
Genome Name 641118.3
Genome Status 641140.3
Isolation Country 693748.4
Host Name 693750.4
Disease

Collection Date
G ion Date

-Resize the table to see all the results
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-Create a group from these IDs.

None

Genomes | Sequences
5 genomes found
Wol B Download Columns
[& Add Genome(s) Table < o Show/Hide ~ Default
A e Name ~ Genome Status
[¥]  Brucella melitensis ATCC 23457 Complete
[¥]  Brucella melitensis M28 Complete
[¥]  Brucella melitensis M5-90 Complete
[¥]  Brucella melitensis NI Complete
[¥]  Brucella melitensis bv. 1 str. 16M Complete
...then....
Add to X Add to X
None
Add to group:  None v Create New Group

Save to Workspace Cancel

v
: Add to group: I ' C N7
E 42 Brucella and Ochrobactrum genom
Create New Group

Save to Workspac! Cancel




